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A. TATA Subsite Selection: 
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^ 4 in the Bacterial Two-Hybrid System 





100 




80- 


c 

(0 




JZ 


60- 










O 




c 


40- 


d) 


o 




CO 




(D 
i— 




o 


20* 








0 



EGFP 




40 



c 

30 

(D 
O 

O 20 
o 

o 

I— 

o 

1 1° 



GFP 3.1 




Z12 



Z121 



Z12 



Z121 




: ) 



Controls Sorted candidates 

M-+ 123456789 



500 bp 
400 bp 
300 bp 

200 bp 
100 bp 




normalized mean fluroescence 




Figure 7 



reporter construct #2 reporter construct #1 



Zif268 



promoter s ' te 




EGFP 


RFP 




T11 P Lac 



site 



Figure 8 



Two-Color reporter + 
Gal11P-T11 protein 



Two-Color reporter + 
Gal11P-Zif268 protein 



Two-Color reporter + 
Gal11P-Z12 protein 



RFP ° 




RFP 



10» 



RFP 



EGFP 




10* 10 2 10* 10* 



EGFP 



R1 





R2 



10° 



10 2 



10 s t 



10 4 



EGFP 



I 1 



Fig 9 

P53 ZF in vitro site selection consensus sequence: 

CXGGACACGTX 

(where X = no clear preference) 

In vivo site selection library 
CGGGANNNNNG 

(where N = a mixture of A, G, C, and T) 

Selected Clones: 
Sequence # of clones 

CGGGA CACGT G 9 
CGGGA CATGT G 5 
CGGGACACGGG 2 

Sequence Fold Activation 

CGGGA CACGT G 1 8 . 6 ±2 . 7 

CGGGA CATGT G 12.0±0.5 
CGGGACACGGG 12.6±1.9 



